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{ Materials

Tetraploid specie:
K326

Diploid specis:

N. sylvestris

N. tomentosiformis
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o ; Methods

EST amplification : Degenerate PCR
5°/3’ cDNA ends amplification : RACE PCR
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Promoter amplification : Reverse PCR

Gene structure amplification : LD PCR
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1. RNA Extraction
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/ | 2. AN Gene Clone
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y 4. Protein Sequence Analysis

&
* 20 =
Tobacco—§ @ ———MAHHNKTTSS5WI-——————————————————————————————————— W P : ) 0 LA WELS AR ;640
Tobacco-T : ———MAHHNKTTSSSEVI-——————————————————————————————————— W : ) LA 5 AR ;64 %
Ipomosa : MSUKKRENQESSSSREPAPME - : i 8ly
Arabidepsi @ ——8KIRSSATMPHRDQOPS————————————————————————————————— 3 ) ¢ "EpD = z : 6835
Zea T B AHE DAL G ——m—mm e mmmm - ) 0 X, B H nly :TERA &4
Oryza I ——WLHGPAHSPPPAAAAVAY - —— - — ——— ——— — —— — —— — X ) Q f : =17 UV EERAE H 73
Larix : ——RITEMEAVNENERDEGDRDP-————————————————————— —— ——— — — —— FXeter o TR F H 70
liverwort I ——HIGKGYTMPPEAS EGRVDEGRVAERN EPSGEROTIGEMREDETVEREEEGY EPL SMGIRpENE '"LI Wy X 101
m Ples LNCHE D E e L & a & hvpLs Ga
= 120 * 140 * 160 * 150 * Zoo
Tobacco-—§8 [ ! 1L ! 1a3
Tobacco-T 1a3
Ipomoea 180
Arabidopsi 166
Zea 1la4d
OryzZa 175
Larix 168
liverwort 199
420 * 440
Tobacco—8 D VEHEPI|HDWV——— SO LAVNDERIHS PEQL 459
Tobacco-T D VEHEPI|HDWV——— SO LVNDERIHE PEOL 459
ITpomoesa T VEERYT|HDWVNLI SEQTIMIMSEERIHPEVOE 451
Arabidopsi @ TSREQGHST-LTESTEIVESEASELEHSLSE 463
Zea : FDT|HID SH—ITLESEKB:'ISHHKEPQASGK— 462
Oryza r —EQETDHSO- LT LIGCDERERIEAT SHEE|HPQAS [y % 476
Larix : DEEELGDESQTS PISF ROEOAY Y QEIQIRORLOSEIDE S Q8 GEORHVISHGE 470
liverwort : DZE RSGESQTAQDFRHHQMYFQ QDQRVHS EWD HGLVQEDSRNNHVK 507

= = = rsr SGKK 4KR r 4 ggk d e =

* 560

Tobacco—§& =E-OLPEQGMDLER

555

Tobacco-T H=V—-QLPEKEMDLER 5@3
ITpomoesa SH-ELLESNMDLER, S5E7
Arakideopsi ] PN-QLVME SKEFT ER 589
Zea : 2 | E'l38 : SEMIH TS IH- KEVEPVL-——-LER B8ROk o558
Oryza H I E L FPMHEITISH-NELTAG--LET mTI’F‘DE 581
Larix SIH-EQSWVT SREGPY GQT GD LN T B F. D PiLA,

[y}
[{u]

[0,]
AP2013 - Document not peer-reiemie
-1

liverwort

3kRDpaAQF66 4 4

e k hw R24 ggsE W LD 6

Tobacco—8 632
Tobacco-T 630
ITpomoea 654
Arabideopsi G356
Zea 543
Ory=za &50
Larix ada
liverwort aa88

dtGGLRSf AGGKLLQ N4 AE vFash FDvWE=W ez3 A o LN 4 p LdAa BEALAS O= DGEtRWGd



00000

—.00000:

00000:
00000:
00000:
00000:
00000:
00000:
00000:

Tobacco-5
Tobacco-T
Ilpomoea
Arabidopsis
Zea

Oryza
Larix

liverwort

96%
89%
80%
74%
74%

74%
64%




5. Promoters Sequence Analysis
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{ Gene Structure Analysis
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