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Plant glandular trichomes (GTs) are specied epidermal structures Q@ /_ :m; »7_"_";’
distributed on the surfaces of the aerial organs of approximately 30% of - pe_n?té ot cap.@te -

vascular plants, including angiosperms,gymnosperms and bryophytes,
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and play important roles in plant resistance against herbivores and
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pathogens and in plant environment interactions.
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“For example, we found that the leaf trichome cells are resistant to protoplasting,and we were
unable to recover single trichome protoplast cells for downstream analysis”
(Zhang et al., 2021)
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1. For glandular trichomes that are not easy to prepare protoplasts, if you want to apply

single-cell omics, you can use nucleus extraction to replace the preparation of protoplasts.

2. Using the single-nucleus transcriptome technology, the single-nucleus atlas of tobacco

leaves was reconstructed, and glandular trichomes were detected at the same time.

3. Using trajectory analysis, the developmental trajectory of glandular trichomes was
reconstructed, and the genes controlling this process were obtained, but follow-up

experimental verification is needed.
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